Tetrazine derivatives have been widely used in pesticides and herbicides as they have a high potential for biological activity and possess a wide range of antiviral and antitumor properties (Sauer, 1996) . Herein, we report the crystal structure of a new tetrazine derivative, 3,6-di(pyridin-4-yl)-1,4-dihydro-1,2,4,5-tetrazine.
The molecule of the title compound, C 12 H 10 N 6 , which is Vshaped due to the boat conformation of the dihydrotetrazine ring, has crystallographic C 2 symmetry. The dihedral angle between the planes of the two pyridine rings is 31.57 (3) . Molecules are linked by weak N-HÁ Á ÁN and C-HÁ Á ÁN hydrogen bonds, forming a two-dimensional polymeric structure.
Related literature
For related structures, see: Bradford et al. (2004) ; Caira et al. (1976) ; Liou et al. (1996) ; Zachara et al. (2004) ; Rao & Hu (2005) . For related literature on tetrazines, see: Sauer (1996 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (iii) x À 1 2 ; Ày; Àz þ 1 2 .
Data collection: SMART (Bruker, 2000) ; cell refinement: SMART; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of the title compound with 30% displacement ellipsoids. Symmetry code for the atoms designated with A: -1/2 -x, 1/2 -y, z. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (14) 0.0077 (8) −0.0012 (9) 0.0042 (9) C4 0.0294 (10) 0.0324 (9) 0.0553 (12) 0.0011 (7) −0.0008 (8) 0.0023 (8) C5 0.0273 (9) 0.0314 (9) 0.0379 (9) 0.0025 (7) 0.0029 (7) −0.0026 (7) C6 0.0255 (9) 0.0272 (8) 0.0360 (9) −0.0013 (6) 0.0027 (7) −0.0009 (7) (14) C5-C4-H4A 120.2 N2-N3-H3B 107.9 (14) C3-C4-H4A 120.2 Symmetry codes: (i) −x+1/2, −y+1/2, z. 
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